Constitutional DNa is required for the molecular genetic analysis of tumours. Peripheral blood can be used as a source of DNA for solid tumours but this is not the case for haematological malignancies. One possible source of constitutional DNA is that extracted from hair roots. Our previously published method involved DNA extraction from a minimum of 40 hair roots, giving approximately 5 11g of DNA (1). We now report an improved method which allows the analysis of a single hair root by both conventional gel electrophoresis and also by Pulsed Field Gel Electrophoresis (PFGE). The method involves the embedding of a single hair root in an agarose block, which yields sufficient high molecular weight DNA to achieve a hybridisation signal. Single hairs have previously been used as starting material for the polymerase chain reaction (2), and this technique can be used for the detection of a small number of specific, well-characterised translocations. However, it is clearly not an appropriate technique for the study of many of the genetic rearrangements and deletions which occur in leukaemias.
giving approximately 5 11g of DNA (1). We now report an improved method which allows the analysis of a single hair root by both conventional gel electrophoresis and also by Pulsed Field Gel Electrophoresis (PFGE). The method involves the embedding of a single hair root in an agarose block, which yields sufficient high molecular weight DNA to achieve a hybridisation signal. Single hairs have previously been used as starting material for the polymerase chain reaction (2) , and this technique can be used for the detection of a small number of specific, well-characterised translocations. However, it is clearly not an appropriate technique for the study of many of the genetic rearrangements and deletions which occur in leukaemias.
One percent molten low melting temperature agarose (Seaplaque) in PBS-1 mmol EDT A was pi petted into a 0.1 rnl rectangular insert mould. An individual human scalp hair was plucked and the root embedded in the molten agarose (see Fig.  1 ). Solidified inserts were placed into lysis solution consisting of NDS (10 mmol Tris, 0.5 mol EDTA and 1% Sarcosyl, pH 9.5), proteinase K 1 mg/rnl and 25 mmol dithiothreitol. Blocks were incubated for 24 hours at 50°C and this was repeated with fresh lysis solution for a further 24 hours. Blocks were then rinsed several times in NDS and stored at 4 oc until use. Prior to digestion, excess agarose was trimmed to within 2 mm of the hair. Enzyme digests, conventional electrophoresis, PFGE (Biorad Chef 11 system), Southern blotting, and hybridisation were performed according to standard methods (3, 4) . The ethidium-stained PFGE gel, and the autoradiograph signals resulting from hybridization of the resulting filter are illustrated in Fig. 2ai and 2aii . The result obtained after probing the blot obtained from the conventional gel is illustrated in Fig. 2b .
Conventional phenol/chloroform procedures for DNA extraction of hair roots necessitate significant loss of DNA. It is possible that in addition to hair roots, other small biological structures of both animal and plant origin, which would not yield enough DNA by conventional methods, could be embedded in agarose blocks for analysis. 
